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(c) preparing second gene expression profile of the agent-exposed cell 
population; and 

(d) comparing the first and second gene expression profiles. 

5 15. The method of claim 1 4, wherein the breast cancer is a infiltrating ductal carcinoma. 

1 6. The method of claim 14, wherein the breast cancer is a microinvasive breast cancer. 

17. A composition comprising at least two oligonucleotides, wherein each of the 

10 oligonucleotides comprises a sequence that specifically hybridizes to a gene in Tables 1-5. 

18. A composition according to claim 17, wherein the composition comprises at least 3 
oligonucleotides. 

15 19. A composition according to claim 17, wherein the composition comprises at least 5 
oligonucleotides. 

20. A composition according to claim 17, wherein the composition comprises at least 7 
oligonucleotides. 

20 

21. A composition according to claim 17, wherein the composition comprises at least 10 
oligonucleotides. 

22. A composition according to any one of claims 17-21 , wherein the oligonucleotides 
25 are attached to a solid support. 

23. A composition according to claim 22, wherein the solid support is selected from a 
group consisting of a membrane, a glass support, a filter, a tissue culture dish, a polymeric 
material, a bead and a silica support 

30 

24. A solid support comprising at least two oligonucleotides, wherein each of the 
oligonucleotides comprises a sequence that specifically hybridizes to a gene in Tables 1-5. 
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25. A solid support according to claim 24, wherein the oligonucleotides are covalently 
attached to the solid support. 

26. A solid support according to claim 24, wherein the oligonucleotides are non- 
5 covalently attached to the solid support. 

27. A solid support according to claim 24, wherein the support comprises at least about 
10 different oligonucleotides in discrete locations per square centimeter. 

10 28. A solid support according to claim 24, wherein the support comprises at least about 
100 different oligonucleotides in discrete locations per square centimeter. 

29. A solid support according to claim 24, wherein the support comprises at least about 
1000 different oligonucleotides in discrete locations per square centimeter. 

15 

30. A solid support according to claim 24, wherein the support comprises at least about 
10,000 different oligonucleotides in discrete locations per square centimeter. 

31. A computer system comprising: 

20 (a) a database containing information identifying the expression level in breast 

tissue of a set of genes comprising at least two genes in Tables 1-5; and 
(b) a user interface to view the information. 

32. A computer system of claim 31, wherein the database further comprises sequence 
25 information for the genes. 

33. A computer system of claim 31, wherein the database further comprises information 
identifying the expression level for the genes in normal breast tissue. 

30 34. A computer system of claim 3 1, wherein the database further comprises information 
identifying the expression level for the genes in breast cancer tissue. 

35. A computer system of claim 34, wherein the breast cancer tissue comprises 
infiltrating ductal carcinoma cells. 
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ABT11092 standard; cDNA; 2247 BP. 
ABT11092; 

04 -DEC- 2 002 (first entry) 

Human breast cancer associated coding sequence SEQ ID NO: 1226. 

Human; breast specific gene; breast cancer; differential expression; 
cytostatic; gene therapy; gene; ss. 

Homo sapiens . 

WO200259271-A2 . 

01-AUG-2002 . 

25-JAN-2002; 2002WO-US002176 . 

25-JAN-2001; 2001US- 0263757P . 
25 -APR- 2001; 2001US- 0286090P . 
23-MAY-2001; 2001US- 0292517P . 

(GENE-) GENE LOGIC INC. 

Orr MS, Nation M, Diggans JC, Zeng W; 
WPI; 2002-674803/72. 

Diagnosing breast cancer in a patient comprises detecting the level, of 
gene expression in cell or tissue samples, where a differential gene 
expression is indicative of breast cancer. 

Claim 1; SEQ ID NO 1226; 260pp + Sequence Listing; English. 

The present invention relates to methods of diagnosing breast cancer in a 
patient, which comprise detecting the level of expression in a tissue 
sample of two or more genes selected from those shown in ABT09867- 
ABT11112, where a differential expression of the genes indicates breast 
cancer. The methods are useful in diagnosing, treating, detecting the 
progression, and in monitoring treatment of breast cancer in patients. 
The methods are also useful as a screening tool for agents that modulate 
the onset or progression of breast cancer. The breast cancer genes may be 
used as diagnostic markers for the prediction or identification of the 
malignant state of breast tissue, for confirming the type and progression 
of cancer, and for drug screening and assays. The present sequence is a 
coding sequence of the invention. Note: The sequence data for this patent 
did not form part of the printed specification, but was obtained in 
electronic format directly from WIPO at 
ftp . wipo . int /pub . publ ished_pct_sequences 



Sequence 2247 BP; 3 93 
ccggggcgga tggctccggc 
ccgatgctgc tgctgctgct 
gtccaccacc tccatgccga 
agcccggcac ctgcccctgc 
ccccgctgtg gcgtgcccga 



A; 715 C; 675 G; 464 T; 0 U; 0 Other; 

cgcctggctc cgcagcgcgg ccgcgcgcgc cctcctgccc 60 

ccagccgccg ccgctgctgg cccgggctct gccgccggac 120 

gaggaggggg ccacagccct ggcatgcagc cctgcccagt 180 

cacgcaggaa gccccccggc ctgccagcag cctcaggcct 240 

cccatctgat gggctgagtg cccgcaaccg acagaagagg 300 
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ttcgtgcttt ctggcgggcg ctgggagaag acggacctca cctacaggat ccttcggttc 36 0 , 

ccatggcagt tggtgcagga gcaggtgcgg cagacgatgg cagaggccct aaaggtatgg 42 0 

agcgatgtga cgccactcac ctttactgag gtgcacgagg gccgtgctga catcatgatc 4 80 

gacttcgcca ggtactggca tggggacgac ctgccgtttg atgggcctgg gggcatcctg 540 

gcccatgcct tcttccccaa gactcaccga gaaggggatg tecacttcga ctatgatgag 600 

acctggacta tcggggatga ccagggcaca gacctgctgc aggtggcagc ccatgaattt 660 

ggccacgtgc tggggctgca gcacacaaca gcagccaagg ccctgatgtc cgccttctac 720 

acctttcgct acccactgag tctcagccca gatgactgca ggggcgttca acacctatat 780 

ggccagccct ggcccactgt cacctccagg accccagccc tgggccccca ggctgggata 840 

gacaccaatg agattgcacc gctggagcca gacgccccgc cagatgcctg tgaggcctcc 900 

tttgacgcgg tctccaccat ccgaggcgag ctctttttct tcaaagcggg ctttgtgtgg 960 

cgcctccgtg ggggccagct gcagcccggc tacccagcat tggcctctcg ccactggcag 1020 

ggactgccca gccctgtgga cgctgccttc gaggatgccc agggccacat ttggttcttc 1080 

caaggtgctc agtactgggt gtacgacggt gaaaagccag tcctgggccc cgcacccctc 1140 

accgagctgg gcctggtgag gttcccggtc catgctgcct tggtctgggg tcccgagaag 1200 

aacaagatct acttcttccg aggcagggac tactggcgtt tccaccccag cacccggcgt 1260 

gtagacagtc ccgtgccccg cagggccact gactggagag gggtgccctc tgagatcgac 1320 

gctgccttcc aggatgctga tggctatgcc tacttcctgc gcggccgcct ctactggaag 1380 

tttgaccctg tgaaggtgaa ggctctggaa ggcttccccc gtctcgtggg tcctgacttc 1440 

tttggctgtg ccgagcctgc caacactttc ctctgaccat ggcttggatg ccctcagggg 1500 

tgctgacccc tgccaggcca cgaatatcag gctagagacc catggccatc tttgtggctg 1560 

tgggcaccag gcatgggact gagcccatgt ctcctgcagg gggatggggt ggggtacaac 1620 

caccatgaca actgccggga gggccacgca ggtcgtggtc acctgccagc gactgtctca 1680 

gactgggcag ggaggctttg gcatgactta agaggaaggg cagtcttggg acccgctatg 1740 

caggtcctgg caaacctggc tgccctgtct catccctgtc cctcagggta gcaccatggc 1800 

aggactgggg gaactggagt gtccttgctg tatccctgtt gtgaggttcc ttccaggggc i860 

tggcactgaa gcaagggtgc tggggcccca tggccttcag ccctggctga gcaactgggc 1920 

tgtagggcag ggccacttcc tgaggtcagg tcttggtagg tgcctgcatc tgtctgcctt 1980 

ctggctgaca atcctggaaa tctgttctcc agaatccagg ccaaaaagtt cacagtcaaa 2040 

tggggagggg tattcttcat gcaggagacc ccaggccctg gaggctgcaa catacctcaa 2100 

tcctgtccca ggccggatcc tcctgaagcc cttttcgcag cactgctatc ctccaaagcc 2160 

attgtaaatg tgtgtacagt gtgtataaac cttcttcttc tttttttttt ttaaactgag 222 0 

gattgtcatt aaacacagtt gttttct ~ ~ 224y 
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